[Association between SNPs in SOD2 and noise-induced hearing loss].
To observe the association between SNPs in SOD2 and noise-induced hearing loss in Chinese Han population. A case-control study was designed to study the effect of environmental risk factors on susceptibility to NIHL in 201 sensitive workers and 202 resistant workers. A questionnaire was designed to carry out an investigation, and an occupational health survey was used to identify the occupational risk factors. Genomic DNA was extracted from peripheral blood cells samples using standard procedures of Qiagen kit. SNPs were detected using standard procedures of TaqMan probe allele identification method. In SOD2 gene, the C allele of rs4880 was a risk factor of NIHL, compared with the T allele, OR = 1.76, 95% CI 1.17 approximately 2.63, P = 0.006. CC and CT genotypes compared with TT were risk factors, crude OR = 2.24, 95% CI 1.43 approximately 3.50 and adjusted OR = 2.45, 95% CI 1.51 approximately 3.96, P < 0.001, respectively. In Chinese Han population, SOD2 rs4880 SNP in the mitochondrial targeting sequence is associated with noise induced hearing loss.